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Consensus MGIHGWVGHIAVGVECVRGGHPSTEYVIRSRVAREVGDILKVPCVPEPSDDEDWRYETPSATINYABIDGIFERYHCPGEDTVEWDRHAQMAYWVNP FEHF
Identity

.17v2|ULl MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
. FJUL1 MGILGWVGLIAVGVLCVRGGLSSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRKAYWVNPFLF
.H129|UL1 MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
. KOS|UL1 MGILGWVGLIAVGVLCVRGGLSSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRKAYWVNPFLF
. McKr|lUL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
.HF10|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
. CR38|UL1 GWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
. EO3|UL1 MGILCWVGLMABGVLCVRGGLSSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
. EO6|UL1 MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
10. EO7|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
11. EO8|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRKAYWVNPFLF
12. E10|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
13.E11|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
14. E12|UL]1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
15. E13|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRKAYWVNPFLF
16. E14|UL1 MGILGWVGFIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
17. E15|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
18. E19|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
19. E22|UL1] MGILCWVGLMAMBGVLCVRGGLSSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDKHAQRAYWVNPFLF
20. E23|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
21. E25|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
22.E35|UL1] MGILGWVGLIAVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQRAYWVNPFLF
23.R11|UL1 MGILGWVGLIWVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
24.R62|UL1] MGILGWVGLIMVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
25.S23|UL1 MGILGWVGLIWVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF
26.S25|UL1] MGILGWVGLIMVGVLCVRGGLPSTEYVIRSRVAREVGDILKVPCVPLPSDDLDWRYETPSAINYALIDGIFLRYHCPGLDTVLWDRHAQKAYWVNPFLF

100 110 120 130 140 150 160 170 180 190
1 1 1 1 1 1

Consensus fAGFUEDESHPAFPAEITOETETREUALDYKEITROAIDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODEGHTNGTSGRTPVEHPPDDEAGHQPKPHTTPSPT

Identity

OOoONOUVIAWN

1.17v2|UL1 MWAGFLEDLSYPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQDLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
2. F|UL1 WAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQDLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
3. H129|UL1 GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
4. KOS|UL1 WAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQDLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
5. McKr|[UL1 G@GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNRTSGRTPVLPSDDEAGLQPKPLTTPSPI
6. HF10|UL1 @GAGFLEDLSHPAFPABTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNRTSGRTPVLPSDDEAGLQPKPLTTPSPI
7. CR38|UL1 WMAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
8. EO3|UL1 GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
9. EO6|UL1 GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
10. EO7|UL1] G@GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
11. EO8|UL1 MWAGFLEDLSHPAFPANITQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
12. E10|UL1] E@GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
13.E11|UL1] @GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
14. E12|UL1 MAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
15. E13|UL1] MAGFLEDLSHPAFPANITQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDYEAGLQPKPLTTPSPI
16. E14|UL1 WMAGFLEDLSHPAFPANITQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
17. E15|UL1 GAGFLEDLSHPAFPAPTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQDLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
18. E19|UL1 WMAGFLEDLSHPAFPANITQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
19. E22|UL1 GAGFLEDLSHPAFPAPTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQDLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
20. E23|UL1 G@GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
21. E25|UL]1 GAGFLEDLSHPAFPAPTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
22.E35|UL1 G@GAGFLEDLSHPAFPADTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGLTNGTSGRTPVLPPDDEAGLQPKPLTTPSPI
23.R11|UL1 MAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
24. R62|UL1 WMAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
25.S23|UL1 WAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRODLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
26.S25|UL1 WAGFLEDLSHPAFPANTQETETRLALYKEIRQALDSRKQAASHTPVKAGCVNFDYSRTRRCVGRQDLGPTNGTSGRTPVLPPDDEAGLQPKPLTTPPPI
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Consensus DATSDPTPRRDAAKSRRRRPHSRRI

denciy -

1.17v2|UL1 IATSDPTPRRDAATKSRRRRPHSRRE
2. F|UL1 IATEDPTPRRDAARKSRRRRPHSRRI
3. H129|UL1 IATSDPTPRRDAAAKSRRRRPHSRRI
4. KOS|UL1 IATSDPTPRRDAATKSRRRRPHSRRHE
5. McKr|ULL IATSDPTPRRDAATKSRRRRPHSRRI
6
7
8
9

.HF10|UL1 TIATSDPTPRRDAATKSRRRRPHSRRI
.CR38|UL1 IATSDPTPRRDAATKSRRRRPHSRRME
. EO3|UL1 IATSDPTPRRDAATKSRRRRPHSRRI
. EO6|UL1 IATSDPTPRRDAARKSRRRRPHSRRI
10. EO7|UL1 IATSDPTPRRDAAAKSRRRRPHSRRI
11. EO8|UL1 TIATSDPTPRRDAAAKSRRRRPHSRRI
12. E10|]JUL1 IATSDPTPRRDAAAKSRRRRPHSRRI
13.E11|UL1 TIATSDPTPRRDAAAKSRRRRPHSRRI
14. E12|UL1 IATSDPTPRRDAATKSRRRRPHSRRE
15. E13|UL1 IATSDPTPRRDAAAKSRRRRPHSRRI
16. E14|UL1 TIATSDPTPRRDAATKSRRRRPHSRRMH
17. E15|UL]1 TIATSDPTPRRDAAAKSRRRRPHSRRI
18. E19|UL1 TIATSDPTPRRDAAAKSRRRRPHSRRI
19. E22|UL1 TIATSDPTPRRDAATKSRRRRPHSRRH
20. E23|UL1 IATSDPTPRRDAAAKSRRRRPHSRRI
21.E25|UL1] IATSDPTPRRDAAAKSRRRRPHSRRI
22.E35|UL1 IATSDPTPRRDAAAKSRRRRPHSRRI
23.R11|UL1 IATSDPTPRRDAATKSRRRRPHSRREH
24.R62|UL1 IATSDPTPRRDAATKSRRRRPHSRRE
25.S23|UL1 IATSDPTPRRDAATKSRRRRPHSRREH
26.S25|UL1 IATSDPTPRRDAATKSRRRRPHSRRE




